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Supplementary Figure 2

>character string
GCGUUGGUAGCCAUCAGAUCUGGAUCGUUCCUUGAUCUGACGGCUACCGUAUGA
>structure string
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>reversed character string
AGUAUGCCAUCGGCAGUCUAGUUCCUUGCUAGGUCUAGACUACCGAUGGUUGCG
>reversed structure string
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>structure aligement
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>character aligement
GCGU_UGGUAGCCAUCAGAUCU_GGAUCGUUCCUUGAUCUGACGGCUACCGUAUGA
AGUAUGCCAUCGGCAGUCUAGUUCCUUGCUAGGU_CUAGACUACCGAUGGU_UGCG

¥

The string was divided into 10 parts, in each part the ratio of AA, AU, AG, AC, UU,
UG, UC, GG, GC, CC,A ,U ,G_, C_was calculated, respectively.



Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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