Figure 5

45

dNaSV= SJIWO3L0¥d ¥YINT13D % Y¥INDITOW IDOW




SBMB

A

o~
—

MOLECULAR & CELLULAR PROTEOMICS

P

MC

s g
m{tg' . \.o'bc Gel band: 3*
Mw S F &
(KDa) 1 100 NL=1.49E8
2— S57 Trypsin
202853 e . 50 « TCL
160mm — — 2
4 g
120w e— ? £ 0
100 == we o < 100
QO S— 6 3 NL=3,73E8
B0 — -_— 2
7 501
70— —
8
60— 0
9 20 30 40 50
50= SN 10 RT (min)
11 557 K48 K63
100 MA: 6.78E8 MA: 2.25E8 MA: 2.86E7
40==
TCL
z 50
i
c
30 e s MA: 6.81E10 MA: 3.06E10 MA: 2.96E9
2 1007 b
& [ .
25m= — & ‘ ‘ | |
S0 ' | ] ube
|/ ']
| | B
20= — B ol ] 2
— 18
RT (22-25min) RT (33-36min) RT (40-43min)
1200 4507
4001
1000 T
= = 3501
@ W
E-1 E-1
£ 800 E 3001
>
= S 250
£ 600 T
] < 2001
5 s
& 400 & 1501
1001
200
50 1
0 - 0
-200 -150 -100 -50 O 50 100 150 200 -200 -150 -100 -50 O 50 100 150 200
Delta MW (kDa) Delta MW (kDa)
Purified Ubiquitination Ubiquitinated Ubiquitinated Combined Reference
ubiquitinated sites proteins with proteins with ubiquitinatd
proteins ubiquitin AMW>10kDa proteins
candidate modified sites
ThuBD 3411 458 319 1522 1663 This study
qUBA — 294 223 — — Ref [42]
TUBE 643 — - - - Ref [43]
Figure 6

46



ASBMB

o~

~
—~—

~~

MOLECULAR & CELLULAR PROTEOMICS

P

MC

Ub (TLSDYNIQK) HSPAS (ITITNDK#GR)
Gel separation pH RP-LC separation
8.23E10
-  \bKee b KGG Gel 2 z 9.7€6
K: i; A A—>» separation 2 e
/V 2 2
£ £
IE7 @ s [ s
— Cﬁg _‘_ A_/' / { 2 Fractions 2 Fractions
= HO I R R O B s o
—H a0 NERRIIREE E 2
V \ pH RP-LC
M W separation
LC-Ms/Ms LC-MS/MS
7.49€7
2.01E11
D E F
PHRP-LC Gel PHRP-LC Gel S5 G i
separation separation Separation separation q 1gnaling |
Regulation of elF4 and p70S6K Signalin,
(7345) (1663) (939) (319) 8 PO Signaline

Remodeling of Eri;heliaj Adherens Junctions]]
Protein Ubiquitination Pathway]
Breast Cancer Regulation by Stathmin1]

Egithelia| Adherens Junction Signaling]
Clathrin-mediated Endocytosis Signaling ]
Myc Mediated A| Rht:G[?Ig!gnalgng

yc Mediated Apoptosis Signaling

142 806 Germ Cell-Sertoli Cell Junction Signaling]
Virus Entry via Endocytic Pathways]]

SignalinE by Rho Family GTPases:

14-3-3-mediated Signaling]]

Actin Cytoskeleton Signaling i =5
0.0 10 20 30 40
-log(p-value)

G H

Relative Position Ribosome

4 -3 -2-10 1 2 3 45 6 Proteasome R
'ﬁ k!% = Cell cycle
oﬁ:' *i:‘ Purine metabolism " Yeast

N e N PNrT) ”
= = < Pyrimidine metabolism

i-—“‘r--: S ;"'}'5‘{'-' =

= e A yl-tRNA biosy

Ekgghs Meiosis

Yeast Q- > oS f'x._z-; Spliceosome]

0 2 4 6 8 10 12 14
involved genes / total genes in the term (%)

Figure 7

47



